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irritating. Other editorial usp~ts also leave much to be desired. 
The rel~rencin8 and indexing is not very helpfid, even the date to 
one of the author's papers is wrong. All this may sound rather 
chudish .W!~o cat'~s whether some of the data quoted have.stood 
tire :i6St 0f:time 0 ~ ~hen o ne i~aalnS ihe, t h0 Ugh ta o f  one 
and 
:blndlng to monomertc 
and ollg0merie p~leinslCha=pters =0hinter: and intra,molecular 
for~esand solv6nt intera,'tioa Complete the basic part. This is 
followed by some special topics, such as detection and 
measurement of the statics and dynamics of associations, effects 
of temperature and pressure, dissociation of protein dimer~ and 
biological specificity of ligand binding. Cooperativity is not ,~ 
major coneern=ol'W©ber's t eatment and he avoids th~ pre~t  
¢onfusioni0f this sub j0e| with all0ste~ by ignoring: the ihtttcr, :: : 
Many ~p le  wiil enjoy reading ithis :~k  dad ~me ~1! :~ 
annoyed by it, or parts of It. As for ~m~nding=i t  o ~duate 
students, I would only give it to critical 0n~ With high ~ It 
will sharpen their wits! 
H. Gutfreund 
Pmtein-DNA Interactions (Methods in ENZYMOLOGY,  Vol, 208}; Edited by Robert T. Saner: Academic P re~ San Diego, 
CA, 1991; xxxi + 700 pages, $90,00, £54.50. 
This reo:nt addition to the ttbovc series covers in a 
comprehensive manner the subject of DNA binding proteins, 
which play a key role in a variety el' i~ndameutal cellular 
processes" such as replication, recombination, transcription, 
transposition, restriction, and DNA repair. Published in late 1991, 
it is exemplary in its up.to-date coverage of the literature in that 
it is not only replete with t~t~rcnces to publications in 1990, but 
includes n number which appeared in 1991. 
The volume is divided into four major sections, as follows: I, 
Purification ar,l Characterization; I!, DNA Binding and Bending: 
111, Biochemical Analysis of Protein-Nucleic DNA Interactions; 
IV, Genetic Analysis of Structure-Functioa Relationships, These 
include 31 sub-s~tions which describe most conceivable 
approaches to defining the nature and slx'cificity of protein-DNA 
interactions, 
Bearing in mind that the differences between s~if ie and uon. 
specific protein-DNA complexes may IK'quently be quite small 
and difficult to characterize, particular interest attaches to sub- 
section 7 on the crystallization of protein-DNA complexes for 
X-ray diffraction studies, For this purpose the DNA fragments 
uscd for co-crystallization with a given p~t¢in are iaitially sciccted 
on the basis of analyses of genetic and biochemical data 0.'o~:red 
in sections II ! and IV). The synthesis and purification of these 
fragments, and the t~hniqucs emplo3v,'d for co<rystallization, are 
exhaustively reviewed, Protein-DNA complexes already obtained 
in crystalline form, and the conditions for obtaining them, are 
listed in a Table, A separate sub-section fNo. 5) describes the 
larg~scalc preparation ofDNA tYagments for physical studies of 
protein binding, 
The use of multidimensional NMR sp4.'ctroseopy Ibr 
detcm~ination of the stuctu~ of DNA binding proteins in solution 
is reviewed in sub-section 6.This approach, already applied to t~xs 
protein-DNA complex©s" the la¢ ~pr~'~tor--opemtor s~Acm awl 
the Anrt, nnapedia-DNA complex, will undoubtedly pcovid¢ the 
impetus for ~rther eftbrts in this aliA, ellen. It is rather odd that 
the pioneer in this field, K. Wuthfich, is also [k'quently cited as 
K. Wuelhrich (both listed in the ,Author index), which may 
conf~ some reade.s. 
The use of purine and pyrimidin¢ base anal~ues for 
inv=stigating their effects on the structure of model oligonudeoti. 
de~ and the resultant effects on interactions -~ilh proteins, is now 
fairly ~dcspread. Sub-section 21 ~xamines the ¢fftcts of a broad 
range of such base analogues on the sixcificities of num=ro~ 
restriction enzymes. While comprehcnsi~ in ~'ope. 
interpretations of results are limited to kinetic anal3~s of the 
hydrolysis reactions, The authors might usefully ha~e included 
some information on the tautomerism, ~onic t~rms, and ~tan~.-r 
~xml'omtations of ~.xocyclie groups, of several of thc~ ana log~ 
these factors must play some signiflc .at rob: in recognition by a 
p~x~tein, i cluding a restriction end:me, Attention might also haw 
been directed to the fluorescence properties of ~ver-al analogues. 
which ~xmld he u~ful as probes for follo~ng both sp,,ciflcity and 
kineti~ of binding, Complemental" to this section is sub-section 
23, dealing with sp~ifi¢ ~hemical modifications of proteins as 
probes for structur¢--Panction relationships; and s¢~-.x-al 
contributions to Section IV, dealing with genetic methods, 
This is a useful volume to ha~ beside one at the lab bench, both 
for ~-search workers and graduate students. And the detaik'd 
Subject Index is a useful adjunct for rapid location of specific 
topics. 
David Shugar 
Eh.'ctrophoresis of Large DNA Molecules: Theory and Applications (Current Communications in Cell & Molecular Biology, 
~xd. !); Edited by E. Lai and B.W. Bitten; Cold Spring Harbor Laboratory Press; New York. 1990; x + 156 pages. $34.00. 
The ability to manipulate DNA of megabase ize has enormous 
potential in molecular genetics and there is obvious interest in 
exploiting to the full the electrophoretic te hniques first described 
by the Carlc/Olson and Schwartz/Cantor g oups in 1984. The 
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problem ts that ~cparnlion of DNA mol~ctdcs 8reeler th,n 50 
kilobaso pain by puled field gel eleclroph0re~is (PFGE) was 
developed rather empirically. Hence attempts h,ve been made to 
explain how periodically altering field vect0r~ leads to cycle~ o1" 
folding/unfolding oflong DNA molecules caught around tibias in 
the 8el and their eonsequenl ~eparatlon on a molecular weight 
basi~. This book is lar~ly about such attempts and the conle.t~ 
model,~ of DNA migration in gels. Unfortunately they appear to 
have been written for other physical chemi~l~ and only the C~l~ 
by Smith et el. provides achmr but knlphy ~ummaff. The 
ha~ to co,~ult he concluding 'P¢~p~Iv~" sectlon by the edi lm 
fo, confirmation that model~ ba~,d on ~eptation. hooks and kinks 
each help to explain ~ome of the ptocet~ acting on DNA in 
PFGE. PFGE covcr~ a ran~ of ~imilar tt~hnlqt~t, and ~ hi~h 
imtmrt.m in that they pr0vld0 experime,t,l evidence to tett 
in.lime. 
AJ. M~~":  
DNA ¢ lon l~uene ing  Workshop: A Short Course; by K. Firman: Ellis Horwood: New York, 1990~ 102 ~ $,qg,g& 
This manual is intended to provide the foundation for 
individut~ls who wish to run a ~hort course or ~tes of practical 
classes In 8¢netl¢ engineering. It is directed maluly at senior 
Ipnduale cour~ le~I, however, ~ome of the t~hniques de~crlbed 
in this text ar~ now being used at st, cond year undergn~duate level 
The first chapter opens with on introduction containing bri¢~ 
dcscriptlons el' all of t~e procedures invoh~d in donin9 and 
sequencing, includln9 plasmid purification, Sanger didcoxy 
sequencing, MI3 cloning and libation. Also included is a 
description of ways in which DNA can be labelled, including 
non-isotopic labelling techniques. Chapter two is merely a 
summary of clonin8 procedures performed on a daily basis o~er 
a five day period, forming the basis of a cloning, and sequencing 
course, Chapters thr~ and four provide a~' to follow, in depth, 
step by step protocols For all of the procedures required for 
running such a course, What is particularly commendable in these 
two chapters is the inclusion of a list of notes alongside the 
pt'ot~.-ol~ which provide additional information eutrally only 
,equind thm~h l~ial awl error. AI~ t~nded la qht~ volm~e t~ 
,n appendix ~hich...t lists ttw main material vequi. -~,tt  o the 
order in which they occur in a daily ~hedele o f im~ o~ a 
ti~ day period. Unforluemtdy, what is ~ la~kiq h 
comlm;hen~ listing of names and addres~ of~t  
tt is inevitable in a ~'dame pm~l iq  protocols fe¢ ,~:lP~. 
established t~hniqucs. Ihat lhcrc will be ~ n t  o~cdap .~ith 
me|hed,~ in previously published texts, Ho~' r ,  as thi~ ~me 
is not din.'cted toward resca~r.h n~lar  ~ s .  the i l ~  
of I~!1 protocols is justified. Disappointing~. th¢~ arc ao 
references to protocols in related teals and s~risio$13~ oo 
reference tothe ~d¢l.v used ~lmncs'Guide ~oMolecular ~oaing 
Techniques' ~nd "C~trrcm Protocol~ in Mok~adar Bk~k'~Sy'. 
Despite th~.'~¢ small quibbles, this ~x~lum¢ ~ a 
acquisition I'or labomtori~ shin8 to ~t up short rook, cuter 
bk~logy courses or .~uall pralical clas.,~s. 
Stc~.phcn Heath 
St, quencing of Protein and Peptides, (Laboratory Tcdmiques zn Biocht~istry and Molec~dar Biology, Vet 9;, EP~cd by R.H, 
But'don and P,H. van Knippenberg. S~cond revised edition): By G. A!!en, North-HoUand: Amsterdam. N~w ~ork, Oxford, 
198% xix + 425 pages: Dfl. 89.00. ISBN 0 ~.~*.'. $1021-8. 
During the past two yea~ so~e 3.~g protc~a sequence 
determinations have been published. Knowledge of the primary 
structure is vital for the understandin? .~f protein structure and 
function, There has been a tremendous drive in recent years to 
study, in particular, proteins associated with specific linical 
conditions and intractable membrane proteins which require 
special methods for their isolation and study. "l:h¢~ arc often 
available only in small quantities and it is ~ital to have reliable 
methods for their isolation, purification and subsequent primaD" 
sequence anal3-sis. The pressure is always on to work ~ith ever- 
smaller quantities and also to carry out the work in ever-shorter 
time. Many protein sequences may be deduced f.-'om nuclcofide 
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